Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.045; wR factor = 0.136; data-to-parameter ratio = 13.6.
The title salt, C 9 H 11 N 2 + ÁNO 3 À , features a planar cation (r.m.s. for 11 non-H atoms = 0.016 Å ). In the crystal, N-HÁ Á ÁO hydrogen bonds link nitrate and benzimidazole ions into a three-dimensional network.
Related literature
For background to benzimidazole, see: Roderick et al. (1972) . For related crystal structures, see: Lee & Scheidt (1986) , Liu (2012) , Cui et al. (2009) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: RAPID-AUTO (Rigaku, 2004 ); cell refinement: RAPID-AUTO; data reduction: RAPID-AUTO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Comment
Benzimidazole and its derivatives have attracted increased interest, not only because of their biological activity, but their abilities to bind to different metal ions (Roderick et al., 1972) . In this paper, we describe the synthesis and structure of the title compound C 9 H 11 N 3 O 3 . In the title compound the molecules are linked by N-H···O hydrogen bonds between nitrate and benzimidazole ions into a three-dimensional network structure. Some 5,6-dimethylbenzimidazole derivatives with similar structures have been reported, which include 5.6-Dimethylbenzimidazole (Lee & Scheidt, 1986), 5,6-dimethyl-lHbenzo[d] imidazol-3-ium 2-(4-chlorophenoxy)acetate (Liu, 2012) ,and Bis(5,6-dicarboxybenzimidazolium) sulfate monohydrate (Cui et al., 2009) .
Experimental
A mixture of 5,6-Dimethylbenzimidazole (2.86 mg, 0.02 mmol) and Co(NO 3 ) 2 .6H 2 O (5.82 mg, 0.02 mmol) was added to H 2 O (20 ml). The mixture was refluxed for half an hour then filtered. The resulting solution was allowed to stand at room temperature to give yellow block crystals suitable for structural determination after 3 weeks. Analysis, calculated for 
Refinement
H atoms on N1 and N2 atoms were positioned geometrically and allowed to ride on their parent atoms with N-H = 0.90 or 0.96 Å. H atoms of the methyl groups were positioned geometrically (C-H = 0.96 Å) and allowed to ride on their parent atoms with U iso (H) = 1.5 times U eq (C). All the other H atoms were positioned geometrically(C-H = 0.93 Å) and allowed to ride on their parent atoms with U iso (H) = 1.2 times U eq (C). The structure of the title compound, showing 50% probability displacement ellipsoids and the atom-numbering scheme.
Computing details

Figure 2
The crystal packing diagram viewed down the a axis.
5,6-Dimethyl-1H-benzimidazol-3-ium nitrate
Crystal data Extinction coefficient: 0.102 (10)
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
